Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.009 Å; disorder in main residue; R factor = 0.029; wR factor = 0.074; data-to-parameter ratio = 15.1.
The title tetranuclear Sn IV compound, [Sn 4 (C 7 H 6 Cl) 8 Cl 2 -O 2 (OH) 2 ], has site symmetry 1. Two O 2À and two OH À anions bridge four Sn IV cations to form the tetranuclear compound. The two independent Sn IV cations assume SnO 3 C 2 and SnO 2 C 2 Cl distorted trigonal-bipyramidal coordination geometries. Intramolecular O-HÁ Á ÁCl hydrogen bonding is present in the structure. One Cl atom of a chlorobenzyl ligand is disordered over two sites with an occupancy ratio of 0.693 (2):0.307 (2).
Related literature
For a related structure, see: Li et al. (2006) . For the corresponding bond distances in an organotin compound, see: Lo & Ng (2009) .
Experimental
Crystal data [Sn 4 (C 7 H 6 Cl) 8 Cl 2 O 2 (OH) 2 ] M r = 1616.22 Triclinic, P1 a = 10.986 (2) Å b = 11.227 (2) Å c = 13.573 (3) Å = 74.656 (2) = 67.942 (2) = 75.753 (2) V = 1475.9 (6) Å 3 Z = 1 Mo K radiation = 2.17 mm À1 T = 298 K 0.44 Â 0.37 Â 0.33 mm
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.449, T max = 0.535 7669 measured reflections 5112 independent reflections 3865 reflections with I > 2(I) R int = 0.015 Refinement R[F 2 > 2(F 2 )] = 0.029 wR(F 2 ) = 0.074 S = 1.04 5112 reflections 338 parameters H-atom parameters constrained Á max = 1.27 e Å À3 Á min = À0.57 e Å À3 Table 1 Selected bond lengths (Å ).
2.4376 (13) Symmetry code: (i) Àx þ 1; Ày þ 1; Àz þ 1. Table 2 Hydrogen-bond geometry (Å , ). Data collection: SMART (Siemens, 1996) ; cell refinement: SAINT (Siemens, 1996) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. (6) C18-C19 1.361 (9) Cl5-C24 1.735 (5) C18-H18 0.9300 O1-H1 0.8590 C19-C20 1.399 (9) C1-C2 1.503 (7) C19-H19 0.9300 C1-H1A 0.9700 C20-C21 1.345 (8) C1-H1B 0.9700 C20-H20 0.9300 C2-C7 1.379 (9) C21-H21 0.9300 C2-C3 1.391 (8) C22-C23 1.492 (6) C3-C4 1.379 (7) C22-H22A 0.9700 C3-H3A 0.9301 C22-H22B 0.9700 C4-C5 1.371 (9) C23-C24 1.377 (7) C4-H4 0.9300 C23-C28 1.388 (7) C5-C6 1.359 (9) C24-C25 1.369 (7) (7) O2-Sn1-C1 114.2 (2) C10-C9-C8 124.6 (5)
